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Zheng et al. 2020, Soil Biol Biochem 142: 107699

M Proteobacteria
B Acidobacteria

m Verrucomicrobia
B Actinobacteria
M Bacteroidetes

m Planctomycetes
B Crenarchaeota
B Chloroflexi

B Gemmatimonadetes
B Nitrospirae

m WPS-2

m Chlamydiae

® Elusimicrobia
mAD3

Firmicutes

9262 OTUs (~1.46 M reads)
43 phyla, 128 classes, and
182 orders.

The dominant phyla were

Proteobacteria (34.2%),
Acidobacteria (27.8%),
Verrucomicrobia (9.6%),
Actinobacteria (9.3%),
Bacteroidetes (5.1%),
Planctomycetes (4.4%),
Crenarchaeota (2.6%),
Chloroflexi (2.0%).
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Table2 Results of partial Mantel tests (r- and P-values) between each fungal community matrix and matrices of environmental parameters associated with
geographic distance, soil properties, corresponding plant parameters and climatic factors.

Total fungi AM fungi
EM fungi

Factors r-value P-value r-value P-value r-value P-value
Geographic distance —0.006 0.692 0.014 0.101 0.0001 0.497
pH 1 0.07 3% *** 0.001 0.076%** 0.001 0.044*** 0.001
TC [ 0.184%** 0.001 0.327%** 0.001 0.149%** 0.001
TN —0.034 0.982 0.009 0.253 —0.017 0.923
TP 0.009 0.272 —0.028 0.994 0.001 0.454
C:N —-0.093 1.000 0.025 0.053 —-0.076 1.000
N:P —0.083 1.000 —0.081 1.000 —0.084 1.000
Plant basal area (Tot., AM, EM, respectively) —0.029 0.961 0.083#** 0.001 —0.005 0.598
Plant richness (Tot., AM, EM, respectively) —0.039 0.998 0.016 0.121 0.019 0.063
Plant community composition 0.27 Q% ** 0.001 0.213%** 0.001 0.199%** 0.001
(Tot., AM, EM, respectively) 2

MAT 0.07 2% ** 0.001 0.108%** 0.001 0.032** 0.008
MAP —0.092 1.000 —-0.176 1.000 —0.075 1.000

AM, arbuscular mycorrhizal; BSA, plant basal area; C: N, ratio of TC to TN; EM, ectomycorrhizal; MAP, mean annual precipitation; MAT, mean annual

temperature; N : P, ratio of TN to TP; TC, soil total carbon; TN, total nitrogen; TP, total phosphorus.
“The relationships found to be significant are indicated in bold: **, P<0.01; *** P <0.001.

Zheng et al. 2020, New Phytol. 231: 1183-1194
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Table S9. The observed B-diversity (Sgrensen index)

Type Tropic Subtropic Temperate
Mean? Median* Mean Median  Mean Median
Fungi  Total 0.712 0.734 0.463 0.437 0.770 0.818
AM 0.754 0.774 0.526 0.574 0.792 0.826
EM 0.716 0.744 0.514 0.533 0.765 0.807
ANOVA® Df=2; F=115; P <0.0001
Mean 0.739 £0.010B¢ 0.508 = 0.020C 0.796 = 0.010A
Table S10. Detailed PerMANOVA outcomes
Effect Df Total fungi AM fangi EM fungi
R? P value R? P value R? P value
Climate zone 2 0.095 0.001 0.280 0.001 0.069 0.001
Site (All data) 11 0.262 0.001 0.490 0.001 0.207 0.001
Site (Tropic) 1 0.086 0.001 0.266 0.001 0.064 0.003
Site (Subtropic) 4 |0.222 0.001 0.403 0.001 0.172 0.001
Site (Temperate) 4 0.183 0.001 0.247 0.001 0.156 0.001
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