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Parashorea chinensis
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Cumulative distribution of p(E|x) for sp2
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Torus-translation null model: % 35 o & 35
WA EMAT, MR e sieE
Poisson-cluster null model: FPoisson cluster
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Case study from Xishuangbanna and

Ailaoshan plots
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Topographic complexity

» Topo_complexity=slope_area/project_area

e Xishuangbanna plot: 1.154
>
e Ailaoshan plot: 1.033




Niche breadth

The number (percentage) of tree species with niche breadth significantly
driven by the four topographic habitat variables under Torus-translation
null model
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Ailaoshan 7 (18.42) 2(5.26) 6 (15.79) 7 (18.42)
Xishuangbanna 128b 41 (32.03) 70(54.69) 16(12.50) 8(6.25)
a: no.of ind.>=30, dbh>=1 cm; °: no.of ind.>=100, dbh>=1 cm
® In Ailaoshan plot, all the four topographic factors show weak
niche-assembly processes

e In Xishuangbanna plot, convexity show relatively strong
niche-assembly processes

® The more heterogeneous the habitat is, the more significant
niche-assembly processes are!




Niche breadth

The number (percentage) of tree species with niche breadth for the four
topographic habitat variables which can be also maintained by dispersal
limitation under Possion-cluster null model
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Ailaoshan 26 (68.42) 33(86.84) 31(81.58) 26(68.42)

Xishuangbanna 128° 80 (62.50) 60 (46.88) 106(82.81) 115 (89.84)

a: no.of ind.>=30, dbh>=1 cm; P: no.of ind.>=100, dbh>=1 cm

® In Ailaoshan plot, all the four topographic factors show strong
dispersal-assembly processes

® In Xishuangbanna plot, convexity show relatively weak dispersal-
assembly processes

® The more homogeneous the habitat is, the more significant
neutral processes are!




Niche overlap

The number (percentage) of species pairs with niche overlap significantly
driven by the four topographic habitat variables under Torus-translation null
model

No. of sp. Convexity
pairs

Ailaoshan 7032 142 (14.94) 74 (7.25) 117 (12.23) 133 (13.09)
Xishuangbanna 8128P 3588 (38.32) 4462 (49.53) 1276 (11.72) 421 (4.76)

a: 38 species (no.of ind.>=30, dbh>=1 cm) with 703 pairs; : 128 species
(no.of ind.>=100, dbh>=1 cm) with 8128 pairs.

® The more heterogeneous the habitat is, the more significant
niche-assembly processes are!




Niche overlap

The number (percentage) of species pairs with niche overlap for the four
topographic habitat variables which can also be maintained by dispersal
limitation under Possion-cluster null model

No. of sp. Convexity
pairs

Ailaoshan 14062 1126 (80.09) 1255 (89.26) 1212 (86.20) 1134 (80.65)

Xishuangbanna 16256° 11021 (67.80) 9826 (60.45) 14273 (87.80) 14903 (91.68)

a; 38 species (no.of ind.>=30, dbh>=1 cm) with 1406 pairs; °: 128 species
(no.of ind.>=100, dbh>=1 cm) with 16256 pairs; both species 1 versus species
2 and species 2 versus species 1.

® The more homogeneous the habitat is, the more significant
neutral processes are!




Our results support that the more heterogeneous the
habitat is, the more significant niche-assembly processes
are! or that the more homogeneous the habitat is, the
more significant dispersal-assembly processes are!

Our results are against that the more species there are in
the community, the stronger dispersal limitation become
(Hubbell’s viewpoint).

We further hypothesize that the relative importance of
neutrality versus the niche may depend on the level of
environmental heterogeneity, may not depend on the
species richness (latitude).



Thank you for listening!

Any comment, question and
suggestion?



